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Research Interests
Natural Language Processing (esp. Text Mining), Information Integration and Retrieval, 
Knowledge Discovery and Semantic Web

Education
2007 PhD student in Comp. Sci., Wright State University (adviser: Amit Sheth) - in progress
2005-2007 PhD student in Computer Science, University of Georgia (UGA) GPA 3.81 - transfer
2003-2005 Master's Degree in Computer Science, Univ. Federal do Rio de Janeiro (UFRJ)
1999-2002 Bachelor's Degree in Computer Science, Universidade Federal de Juiz de Fora (UFJF)
1996-1998 Technical High School in Industrial Informatics, Col. Téc. Universitário (CTU/UFJF)

Skills
1. Independent, creative, natural leader, dynamic and collaborative in group efforts
2. Solid knowledge in application, data and knowledge modeling
3. Advanced knowledge in Web technologies, Web2.0, Web Services and Semantic Web 

(WSDL, SOAP, BPEL, Ajax, REST, XML, RDF, OWL, SPARQL, etc.)
4. Programming in Java, Hadoop/MapReduce/Cloud/Grid, PHP, Perl, Prolog, Lisp, C, Bash

Experience

2008 Technical Intern at Yahoo! Search (Santa Clara)
- Hybrid engineering and research appointment within the Search Monkey project.

2007-present Research Assistant at Knoesis Center at Wright State University
- Research on Text Mining, towards Semantic Information Extraction, Integration and Retrieval on 
the Web. Current application field is Biomedical text. 

2007 (Jan-Jul) Research Assistant at LGB (http://fungen.org) at the University of Georgia
− Automation of two data analysis workflows (resulting in 50% less human involvement)
− Creation and maintenance of genome databases (Java, Oracle)

2005-2006 Research Assistant at LSDIS (http://lsdis.cs.uga.edu) and Kissinger Laboratory 
(http://mango.ctegd.uga.edu/jkissingLab/) at the University of Georgia
− Research on Data and Software Integration
− Development and support of genomic databases such as TcruziDB.org e ApiDB.org (Java, Perl, 

Oracle, Linux)
− Development with Web Services and Processes, as well as Web2.0 and Semantic Web 

technologies (Java, BPEL, WSDL, XML, RDF, OWL, Oracle, MySQL)

2004–2005 Research Assistant at Fiocruz (Fundação Oswaldo Cruz – http://www.fiocruz.org.br)
− Coordination and development of the GARSA system for genomic analyses support within the 

BioWebDB project (Perl, CGI, HTML, Oracle, MySQL, Linux)

http://fungen.org/
http://mango.ctegd.uga.edu/jkissingLab/
http://lsdis.cs.uga.edu/
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Awards
2004 Training Innovations in Parasitologic Studies Fellowship – EMF / CTEGD - UGA
2003-2005 Master's Scholarship Recipient – Núcleo de Computação Eletrônica - UFRJ
2000-2001 Open Gates Project Fellowship, Agrosoft/Softex (UFJF)
2001 XVI RYLA – Rotary Youth Leadership Awards, D. 4600
1998 XII RYLA – Rotary Youth Leadership Awards, D. 4600
1997 XI RYLA – Rotary Youth Leadership Awards, D. 4600
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